Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; disorder in solvent or counterion; R factor = 0.044; wR factor = 0.134; data-toparameter ratio = 12.6.
In the title compound, [MnCl 2 (C 14 H 12 N 2 )]Á0.5H 2 O, all of the non-H atoms apart from the Cl atom lie on a mirror plane and the methyl H atoms are disordered over two sites of equal occupancy about the mirror plane. The Mn II ion is coordinated in a distorted tetrahedral environment by two N atoms of the phenanthroline ligand and two chloride ions. A halfoccupancy solvent water molecule lies on a mirror plane and close to an inversion center. 
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Experimental
Crystal data [MnCl 2 (C 14 Dichlorido(2,9-dimethyl-1,10-phenanthroline)manganese(II) hemihydrate X. Wang Comment 1,10-phenanthroline is a good bidentate chelating ligand and here, we present the crystal structure of the title complex based on 2,9-dimethyl-1,10-phenanthroline.
The crystal structure of the title compound is shown in Fig. 1 
A mixture of 2,9-dimethyl-1,10-phenanthroline, MnCl 2 .4H 2 O (1:2, molar ratio) and water (20 ml) was sealed in a Teflonlined autoclave (25 ml) and heated 393 K for two days. Upon cooling slowly and opening the bomb, yellow crystals suitable for X-ray diffraction were obtained with a yield about 40% (based on phenanthroline).
Refinement
All H atoms bonded to C atoms were included using the HFIX commands in SHELXL-97 (Sheldrick, 2008b/i>) with C-H distances of 0.93 and 0.96 Å, and were allowed for as riding atoms with U iso (H) = 1.2U eq (C) and 1.5U eq (C methyl ). The H atoms of the disordered water molecule were found in a difference Fourier map and were refined as riding with O-H fixed at 0.85 Å and U iso (H) = 1.2U eq (O).
Figures Fig. 1 . The molecular structure of the title compound with the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. The disordered water molecule and all the H-atoms are omitted for clarity. 120 parameters Extinction correction: none Primary atom site location: structure-invariant direct methods 
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